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visual behavior
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protein kinase G-protein coupled pathway
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ovulation cycle process
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Ras protein signal transduction
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regulation of neuron projection regeneration

protein acylation
regulation of ERBB signaling pathway
regulation of epidermal growth pathway
peptidyl-lysine modification
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protein localization to membrane
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histone lysine methylation
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negative myeloid cell differentiation
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signal transduction regulation of gene expression
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smoothened in dorsal/ventral neural tube patterning
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regulation of gliogenesis
regulation of glial cell differentiation
activation of GTPase activity
negative regulation of gliogenesis
regulation of calcium ion transport
negative regulation of glial cell differentiation
regulation of oligodendrocyte differentiation
regulation of calcium ion transmembrane transport
cAMP metabolic process
negative regulation ... long−chain fatty acid transport
response to amphetamine
cyclic nucleotide metabolic process
regulation of vesicle fusion
regulation of calcium ion transport into cytosol
regulation of calcium ion import
regulation of neurotransmitter levels
regulation of carbohydrate metabolic process
circadian rhythm
regulation of non−canonical Wnt signaling pathway
regulation of cation channel activity
positive regulation of synaptic transmission

Lorem ipsum

Meth NAc DG CA SVZ %

NAc 0 25 26 183 30
DG 25 0 2 231 7
CA 26 2 0 113 8
SVZ 183 231 113 0 10
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NAc 0 853 13 58 23
DG 853 0 15 9
CA 13 15 0 12 8
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Morphine addiction
Nicotine addiction
Retrograde endocannabinoid signaling
GABAergic synapse
Neuroactive ligand-receptor interaction

KEGG Pathway: -log10(Pvalue)

Functional Enrichment of Genes associated 
with DARs located in Promoter
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